Figure S8. Mediouni et al.
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Figure S8. dCA recognizes folded Tat in solution. (A) dCA does not interfere with the interaction of
Tat with mAb 7G12 by ELISA. mAb 7G12 is an antibody recognizing a tertiary structure of Tat. dCA was
either pre-incubated with Tat and then the mixture was coated on a 96-well plate or dCA was added after
blocking step (“dCA in solution”). Data is represented as the ratio of the signal of the mAb 7G12 bound to
Tat in each condition relative to control signal without dCA. Data is a mean £ SD of n=2 independent
experiments. (B) dCA recognizes folded Tat after pulled down with mAb7G12. The mAb 7G12 was used
at equimolar concentration with Tat. dCA was then added to the mix and HPLC was used to reveal the
interaction Tat-dCA. Data is representative of n=3 independent experiments.
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